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Cover Illustration: North America is home to the most species-rich temperate freshwater fi sh fauna in the world.  With 248 species, more than 20% of all 
North American freshwater fi sh species are darters (Etheostomatinae).  Darters exhibit a diversity of morphological features associated with benthic and midwater 
habitats in rivers and small streams, males of some darter species are among the most brilliantly colored teleost fi shes, and several species are endangered or 
threatened. The use of relaxed molecular clock methods to estimate divergence times within this clade is complicated by the lack of a fossil record. Also, mtDNA 
introgression is documented in several disparate darter lineages.  In this issue, Near et al. use two nuclear and one mitochondrial genes sampled from 245 of the 
248 species to infer phylogenetic relationships, estimate divergence times using external fossil and external rate calibrations, and assess the degree of mtDNA 
introgression. Their study reveals that more than 12% of all darter species contain mtDNA genomes of heterospecifi c origin and improves phylogenetic resolution 
among closely related species. Based on this refi ned phylogenetic hypothesis, the authors present a revised classifi cation of darters that attempts to integrate a rich 
nomenclatural history that stretches across 200 years. Original graphic and photographs by Richard C. Harrington and Thomas J. Near.
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